In the anion of the title molecular salt, C 7 H 7 N 2 + .C 4 H 3 O 4 À , an O-HÁ Á ÁO hydrogen bond generates an S(7) graph-set motif while a pair of intermolecular N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds generate an R 4 4 (10) ring-motif. Adjacent anions and cations are further connected through N-HÁ Á ÁO hydrogen bonds into infinite chains along [101] and these chains are linked by C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network.
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Structure description
Benzimidazole derivatives exhibit various biological effects including antidiabetic (Subudhi et al., 2007) and antimicrobial (El-masry et al., 2000) activity. Herewith we report the synthesis and crystal structure of the title compound whose geometric parameters are comparable to those found in similar structures (Amudha et al., 2015; Krishnamurthy et al., 2015) .
The asymmetric unit, Fig. 1 , contains a 1H-benzo [d] imidazol-3-ium cation, protonated at the benzoimidazole N2 atom, and a (Z)-3-carboxyprop-2-enoate anion with the OH group of one carboxylic acid deprotonated. The benzoimidazole ring system is almost planar [r.m.s. deviation = 0.016 (2) Å from the best-fit mean plane]. In the anion, an O4-H4AÁ Á ÁO2 hydrogen bond (Table 1) , generates an S(7) graph-set motif, Fig. 2 .
In the crystal, a pair of N2-H2AÁ Á ÁO1 and C7-H7Á Á ÁO1 hydrogen bonds generate an R 4 4 (10) ring motif. Atom N2 acts as a bifurcated N-HÁ Á Á(O,O) donor, forming a very long N2-H2AÁ Á ÁO2 hydrogen bond enclosing an R 2 1 (4) ring, Fig. 2 and Table 1. In the crystal, adjacent anions and cations are connected through N-HÁ Á ÁO hydrogen bonds (Table 1) into infinite chains along [101] . These chains are further linked by C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional network, Fig. 3 .
Synthesis and crystallization
Benzimidazole (6 g m) and maleic acid (5.88 g m) were taken in an equimolar ratio (1:1) and dissolved in water at room temperature. The resulting solution was stirred well for about six h using a magnetic stirrer and then the solution was filtered and allowed to evaporate at room temperature. Slow evaporation of the solvent yielded crystals suitable for X-ray diffraction analysis over 15 days. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: The structure of the title salt, showing the atom labelling and 30% probability displacement ellipsoids.
Figure 2
A partial view of the crystal packing of the title compound, showing the ring-set motifs.
Figure 3
The crystal packing of the title molecular salt viewed along the b axis. The hydrogen bonds are shown as dashed lines (see Table 1 ). With the exception of H7, C-bound H atoms have been omitted for clarity. Crystal data, data collection and structure refinement details are summarized in Table 2 .
data-1
IUCrData ( Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
